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Correction: Virology Journal (2023) 20:127
https://doi.org/10.1186/s12985-023-02030-1

Following publication of the original article [1], the 
authors informed us that the Abstract has been missed 
to be added.

The original article has been corrected.

Virology Journal

†Md. Murshed Hasan Sarkar and M. Shaminur Rahman these authors 
contributed equally to this work.

The online version of the original article can be found at https://doi.
org/10.1186/s12985-023-02030-1.
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